During the past several years members of the motile Aeromonas group have undergone a taxonomic reorganization at the species level. In Bergey's Manual of Systematic Bacteriology (11) , three species of motile aeromonads of clinical significance are recognized, namely, A. hydrophila, A. sobria, and A. caviae. This taxonomic change is supported by DNA-DNA homology studies (13) , numerical taxonomy data (7, 12) , and core oligosaccharide analysis (14). Members of this group can be differentiated by using a battery of simple biochemical tests (3, 5, 12) , and all three species have been recovered from well-documented infectious processes such as sepsis, gastroenteritis, and wound infections (4) (5) (6) .
Although A total of 54 Aeromonas isolates were studied (22 A. hydrophila, 20 A. sobria, and 12 A. caviae isolates). Of these isolates, 50 were from a more comprehensive study of antimicrobial susceptibilities (8) , and 4 additional strains (2 A. hydrophila and 2 A. caviae) were recovered from stool specimens and were included in the present study. MICs of cephalothin were determined as previously described, using Uniscept MIC Plus (Analytab Products, Plainview, N.Y.). Bacterial susceptibility to cephalothin (30 ,ug) in disk agar diffusion was determined by the method of Bauer et al. (1) .
The tesults of 54 Aeromonas strains tested for susceptibility to cephalothin by MIC and disk diffusion are shown in Fig. 1 
